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T m unstable at 37°C - does not anneal. T m stable at 37'C -anneals. 
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■ CGGCGCCCCCGCCCCCCCCC 



Reverse Transcription 



■ CGGCGCCCCCGCCCCCCCCC 
•GCCGCGGGGGCGGGGGGGGG 
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1. Correct priming from 5' end 
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